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Abstract
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PMRIEERE D SOCHEREDEIED N FAD —D T 5 RISKM (77 ./ < —KigH!
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CRGl6a DERDAMIIEHDEFCHEG LAV S TH S
2] LAL, CRGléa DGO & 7% 2 BRI ARFETH
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BL-5A TO X {#fs G Mmic kv, 2orens/o—
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U ay REGEICT R\ b o269 2 — gyt & LT
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Figure 1 The functional summary of GH186 and the strategy for discovering unique reactions in GH186. Figures are partially cited from [3, 4].
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Figure 2 Michaelis complex of XccOpgD (PDB ID: 8X18). (a) Overall structure of XccOpgD in crystal packing. (b) Substrate in
catalytic cleft. (¢) Catalytic center of XccOpgD. Blue dotted lines represent the suggested reaction pathway. A white sphere
represents a superimposed nucleophilic water in EcOpgD. This figure is cited from [4, 5] and partially modified.
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2. XccOpgD HiftiEd 2RI

XccOpgD 7 KFH I BRI S THEL, p-12-7
WA UTEREEZ &, FRRNERE T DORIGHED
DERMDMER SNz T DRISHEYZEE77HT° NMR T
fg#ft Lz & T 5, XecOpgD 1 CRG160 72 K BT Bk 9
LR WAL 72 [4]e T & XecOpgD A p-1,2- 7V T
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3. XccOpgD D= AT RiESHIEEDEUS

EcOpgD DK A IS T—AEFEfIEGE I & U T35
< D388 I XccOpgD ICBWT D379 & LT FEEN TV E
728, TN HE ORI AR & 5L, D37IN £
5 XecOpgD 7z 2 A L) A A AKEIE DG D 7= DI W
7o (it D2 BT X D BB AN S E AT ORGSRk TR
RINZESEEEIII DY) AEEKRETEND), 1
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R U765 E ARNWI2A T, 79437077 Z 2 R
FEPRE OZLMMEZ 1TV, RIS 20% &0V D SR
DB-12- WA DV —=F T KD, 225 A DOREET
XccOpgD D X 71 LY A ERMEE DFEHTIC R LTz [4].
GHI186 IZHARMIC BRIk TH B T L HZF DREEEIC A EH
Tz, filiit 7 L7 ) biological assembly & . DfF{ET %
M, A RID XecOpgD DHREIE Tl i Ofililit 7 L7 M
DI B-1,2- 7 IV MBI E Nz (Fig. 2ab), T
WEIV RISy F U TOREEEZ NS, Tkbb,
GH186 Il T % & EZ LNt 7 L 7 s ORI ES)
W, BEMIRINEY T 2=y b TORARER K S I
A % FiE XecOpgD IFGMNERE NI L, B4k
MR DT — 2 2R T 2 T LW TERD, 5RO
X ICHREDEEIICEZ I N B K 5 7% TRIRTRER 2 ) R
ZISwF T | DEE 1 DI TH > 7= (Fig. 2a,b)o
BRI N B-1,2- VIV A > DEEEIE EcOpgD 72 ¥ DRED
JTRISRENE DL D EL, Ait2flo/)va—Ra
—y P THEBEEN TV, 2055, FEHOIEER AL
Mo LEE (79416 L 16flH (T 7Y A 1)
DTNV A==y FHEFHICH D, FEEE 16 DBELIRNE
WERT % T & EAEL Tz (Fig. 2b) [4]

COZDDOYTH A FEAZFHMICBIERT 3 L,
EcOpgD D N7K 7 it S iR B IE IR AN RE T N TV iz
(Fig. 2c)o LML, TREMZRIEV I XecOpgD Tld Rk
DETEENRRINGEI>Tz2&THD, Rbdicy
THAF-16DF )N A—AL=y FD 6tk RuF i
IS HFEE LTV e (Fig 20) [4]e Yoz eix, 7
YA M- 107 /—ieHTH A 16D 6k FuF
VEMEG L, a-1,6-7V) a3 REEEDIERE NS L%
R LT3, T0 XecOpgD DEEZEKIGIE, 100 4F
DL GH BERDOMILDEL T, M DWW THISH T
S ENTT /< —KHER transglycosylation St & WA
%o bl FERE M IGHERS 2 Fig. 3a 1SR L7z [4].
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Figure 3 (a) Anomer-inverting transglycosylation of XccOpgD. This figure is cited from [4]. (b) Proton transfer pathway of XccOpgD sequestered by
B-1,2-glucan. This figure is cited from [4] and partially modified. (¢) Schematic diagram of molecular arrangement surrounding the proton
transfer pathway of XccOpgD. This figure is cited from [6] and partially modified.
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