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* Minimal protein-only RNase P structure reveals insights into tRNA precursor recognition and catalysis.
Teramoto, T., Koyasu, T., Adachi, N., Kawasaki, M., Moriya, T., Numata, T., Senda, T., and Kakuta, Y. J. Biol.
Chem. in press (2021).
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+ 2.85 and 2.99 A resolution structures of 110 kDa nitrite reductase determined by 200 kV cryogenic
electron microscopy.

Adachi, N., Yamaguchi, T., Moriya, T., Kawasaki, M., Koiwai, K., Shinoda, A., Yamada, Y., Yumoto, F., Kohzuma,
T., and Senda, T. J. Struct. Biol. in press (2021).
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+ Structural and functional analyses of the tridomain-nonribosomal peptide synthetase FmoA3 for 4-
methyloxazoline ring formation.

Katsuyama, Y., Sone, K., Harada, A., Kawai, S., Urano, N., Adachi, N., Moriya, T., Kawasaki, M., Shin-Ya, K.,
Senda, T., and Ohnishi, Y. Angew. Chem. 60, 14554-14562 (2021).
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* Cryo-EM structure of K+-bound hERG channel complexed with the blocker astemizole.

Asai, T., Adachi, N., Moriya, T., Oki, H., Maru, T., Kawasaki, M., Suzuki, K., Chen, S., Ishii, R., Yonemori, K., Igaki,
S., Yasuda, S., Ogasawara, S., Senda, T., and Murata, T. Structure 29, 203-212 (2021).
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+ Structural analysis reveals TLR7 dynamics underlying antagonism.

Tojo, S., Zhang, Z., Matsui, H., Tahara, M., Ikeguchi, M., Kochi, M., Kamada, M., Shigematsu, H., Tsutsumi, A.,
Adachi, N., Shibata, T., Yamamoto, M., Kikkawa, M., Senda, T., Isobe, Y., Ohto, U., and Shimizu, T. Nature
Commun. 11, 5204 (2020).
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* Crystallographic and cryogenic electron microscopic structures and enzymatic characterization of sulfur
oxygenase reductase from Sulfurisphaera tokodaii.

Sato, Y., Yabuki, T., Adachi, N., Moriya, T., Arakawa, T., Kawasaki, M., Yamada, C., Senda, T., Fushinobu, S., and
Wakagi, T. J. Struct. Biol. X. 4, 100030 (2020).
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* Cryo-EM structure of the nucleosome core particle containing Giardia lamblia histones.

Sato, S., Takizawa, Y., Hoshikawa, F., Dacher, M., Tanaka, H., Tachiwana, H., Kujirai, T., likura, Y., Ho, C.H.,
Adachi, N., Patwal, I., Flaus, A., and Kurumizaka, H. Nucleic Acids Res. in press (2021).

EMDB-30591@3.57A

R RY SR &TEIR 7' v — 712 & PR, & 4:HNucleosome 122 \W T O ¥k Ff#HT, DNA® H A LT
DOWEEPRKELDLWVWTWE Y, fEMLIIEEECTCH 2 Z 8 FHREINT T, BRTFHEITL S TIXORET
K

* DNA polymerase D temporarily connects primase to the CMG-like helicase before interacting with
proliferating cell nuclear antigen.

Oki, K., Yamagami, T., Nagata, M., Mayanagi, K., Shirai, T., Adachi, N., Numata, T., Ishino, S., and Ishino Y.
Nucleic Acids Res. 49, 4599-4612 (2021).
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ACT I V I TY R E P O RT We, at the Structural Biqlogy Research

Center “(SBRC),, are studying about the
VOL:1 mechanisms of ‘biolagical.zphenomena,

based on 3-D structure information. We
KEK are always loeking for new-students and
collaborators.

Structural Biology Research Center
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